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Comparison of AICc with previous softwares

Casel. IV =MCOI - COIll - EF-1 a BB DI EEZF (Als et al., 2004)
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Case3. DU FE=SIFDND2 - Myo intron2%8i8iMIEEBZS (Filardi & Moyle, 2005)

Cased. 15 - AEMDC-mos - HOXA13 - R35 - RAG1 - RAG278151E EFE 5 (Fry et al., 2006)
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Future work

Case2: Daven PO rt et al ( 200 6)
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Case4: Fry et al. (2006)
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