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http://iubio.bio.indiana.edu/soft/molbio/readseq/
http://atgc.lirmm.fr/phyml/
http://emboss.sourceforge.net/
http://evol-linux1.ulb.ac.be/ueg/ProAlign/
http://aig.cs.man.ac.uk/research/utopia/cinema/cinema.php
http://wbiomed.curtin.edu.au/genepop/
http://umber.sbs.man.ac.uk/resources/phase/
http://www.gnu.org/copyleft/gpl.html
http://www-ab.informatik.uni-tuebingen.de/software/splitstree4/welcome.html
http://www.megasoftware.net/
http://www.okada.jp.org/RWiki/
http://bibiserv.techfak.uni-bielefeld.de/genefisher2/
http://www.activestate.com/Products/ActivePerl/
http://mrbayes.csit.fsu.edu/
http://www.netlib.org/blas/
http://www.google.co.jp
http://evolution.genetics.washington.edu/phylip.html
http://www.ebc.uu.se/systzoo/staff/nylander.html
http://www.codoncode.com/TraceViewer/index.htm
http://www.perl.com/
http://www.pdaxrom.org/
http://www.cbrc.jp/~gotoh/softdata.html
http://math-atlas.sourceforge.net/
http://www.cybergene.se/GeneWalker.htm
http://www.mbio.ncsu.edu/BioEdit/bioedit.html
http://www.phrap.org/phredphrapconsed.html
http://www.ncbi.nlm.nih.gov/projects/e-pcr/
http://espript.ibcp.fr/ESPript/ESPript/
http://www.jalview.org/
http://www.ridom-rdna.de/qalign/
http://www.ub.es/dnasp/
http://www.treefinder.de/
http://www.gnu.org/copyleft/gpl.html
http://www.ucalgary.ca/~dsikes/software2.htm
http://darwin.uvigo.es/software/modeltest.html
http://abacus.gene.ucl.ac.uk/software/paml.html
http://www.mekentosj.com/4peaks/
http://pritch.bsd.uchicago.edu/structure.html
http://paup.csit.fsu.edu/
http://darwin.eeb.uconn.edu/hickory/hickory.html
http://www.genetix.univ-montp2.fr/genetix/genetix.htm
ftp://ftp.ebi.ac.uk/pub/software/unix/clustalw/
http://www.ebc.uu.se/systzoo/staff/nylander.html
http://align.bmr.kyushu-u.ac.jp/mafft/software/
http://www.geospiza.com/finchtv/
http://www.gnu.org/
http://www.appliedbiosystems.co.jp/website/jp/product/modelpage.jsp?MODELCD=97746
http://ginger.ucdavis.edu/r8s/index.html
http://evolution.genetics.washington.edu/lamarc/index.html
http://staden.sourceforge.net/
http://www.inapg.inra.fr/ens_rech/mathinfo/personnel/guillot/Geneland.html
http://www.netlib.org/lapack/
http://www.ualberta.ca/~fyeh/
ftp://cs.mtu.edu/pub/huang/
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http://www.is.titech.ac.jp/~shimo/prog/consel/index.html
http://www.ncbi.nlm.nih.gov/

