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If you publish your study using Kakusan4, please cite the following.
Tanabe AS (2011) "Kakusan4 and Aminosan: two programs for comparing
nonpartitioned, proportional, and separate models for combined
molecular phylogenetic analyses of multilocus sequence data”,
Molecular Ecology Resources, vol.11, pp.914-921.

Copyright (C) 2006-2012 Akifumi S. Tanabe

This program is free software; you can redistribute it and/or modify
it under the terms of the GNU General Public License as published by
the Free Software Foundation; either version 2 of the License.

This program is distributed in the hope that it will be useful,
but WITHOUT ANY WARRANTY; without even the implied warranty of

MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE. See the
GNU General Public License for more details.

You should have received a copy of the GNU General Public License along
with this program; if not, write to the Free Software Foundation, Inc.,
51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA.

Parsing command line options...

No input files are specified.

Entering interactive mode.

Specified options are ignored.

Specify an input file name. TILNZADB AT EINT-D=z=HEER L T Enter
Note that you can use wild card.
C:¥Users¥shimotsuki¥Desktop¥Drosophi |a¥16S. fas_ v
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Molecular Ecology Resources, vol.11, pp.914-921.
Copyright (C) 2006-2012 Akifumi S. Tanabe

This program is free software; you can redistribute it and/or modify
it under the terms of the GNU General Public License as published by
the Free Software Foundation; either version 2 of the License.

This program is distributed in the hope that it will be useful,
but WITHOUT ANY WARRANTY; without even the implied warranty of
MERCHANTABILITY or FITNESS FOR A PARTICULAR PURPOSE. See the

GNU General Public License for more details.

You should have received a copy of the GNU General Public License along
with this program; if not, write to the Free Software Foundation, Inc.,
51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA.

Parsing command line options...

No input files are specified.

Entering interactive mode.

Specified options are ignored.

Specify an input file name.

Note that you can use wild card.

C: ¥Users¥sh|motsuk|¥Desktop¥Drosoph|Ia¥165 fas
"C:/Users/shimotsuki/Desktop/Drosoghils - -
Specify an input file name or just 7)L/\Z73‘]\7]*ht®%’:ﬁﬁaﬁb’( Enter

ification

C:¥Users¥shimotsuki¥Desktop¥DrosophiIa¥COX2_P.fas_ v




.
(@' Kakusand — O X

with this program; if not, write to the Free Software Foundation, Inc., 8
51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA.

Parsing command |ine options...

No input files are specified.

Entering interactive mode.

Specified options are ignored.

Specify an input file name.

Note that you can use wild card.

C:¥Users¥shimotsuki¥Desktop¥Drosophi |a¥16S. fas
"C:/Users/shimotsuki/Desktop/Drosophila/16S.fas" was accepted.

Specify an input file name or just press enter to leave input file specification

C:¥Users¥shimotsuki¥Desktop¥Drosophi la¥C0X2_P. fas
"C:/Users/shimotsuki/Desktop/Drosophila/CO0X2_P.fas" was accepted.
Specify an input file name or just press enter to leave input file specification

OK. Input file specificati

TEHD XX Enter TANTT 71 ILIEEERT

Log, result and configuration files will be output to "C:¥Users¥shimotsuki¥Deskt
op¥Drosophi |1a¥16S. fas. kakusan".

OUTPUT OPTIONS

Which is a target analysis software? (MrBayes/Treefinder/PAUP/PHYML/RAXML)
(default: RAxML)

v
]
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with this program; if not, write to the Free Software Foundation, Inc., 8
51 Franklin Street, Fifth Floor, Boston, MA 02110-1301 USA.

Parsing command |ine options...

No input files are specified.

Entering interactive mode.

Specified options are ignored.

Specify an input file name.

Note that you can use wild card.

C:¥Users¥shimotsuki¥Desktop¥Drosophi |a¥16S. fas
"C:/Users/shimotsuki/Desktop/Drosophila/16S.fas" was accepted.

Specify an input file name or just press enter to leave input file specification

C:¥Users¥shimotsuki¥Desktop¥Drosophi la¥C0X2_P. fas
"C:/Users/shimotsuki/Desktop/Drosophila/CO0X2_P.fas" was accepted.
Specify an input file name or just press enter to leave input file specification

OK. Input file specification has terminated.

Log, result and configuration files will be output to "C:¥Users¥shimotsuki¥Deskt
op¥Drosophi |1a¥16S. fas. kakusan".

OUTPUT OPTIONS 788D % + Enter

Which is a target analysis software? (MrBayes/Treefinder/PAUP/PHYML/RAXML)
(default: RAxML)

- e
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C:¥Users¥shimotsuki¥Desktop¥Drosophi la¥C0X2_P. fas 8

"C:/Users/shimotsuki/Desktop/Drosophila/C0X2_P.fas" was accepted.
Specify an input file name or just press enter to leave input file specification

OK. Input file specification has terminated.

Log, result and configuration files will be output to "C:¥Users¥shimotsuki¥Deskt
op¥Drosophi |1a¥16S. fas.kakusan".

OUTPUT OPTIONS

Which is a target analysis software? (MrBayes/Treefinder/PAUP/PHYML/RAXML)
(default: RAxML)

OK. The model configuration files for RAXML will be output.
ANALYSIS OPTIONS

Because you enabled output option for MrBayes, Treefinder, or RAXML, partitionin
g of codon positions is forced to enable.

You enabled partitioning of codon positions.
Do you want to consider nonpartitioning of codon positions? (y/n)
If you say yes, applying nonpartitioned models to all-codon position-concatenate

d sequences will be considered on each locus.
(default: y) ZEHRD £ £ Enter
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op¥Drosophi l1a¥16S. fas. kakusan".
OUTPUT OPTIONS

Which is a target analysis software? (MrBayes/Treefinder/PAUP/PHYML/RAXML)
(default: RAxML)

OK. The model configuration files for RAXML will be output.
ANALYSIS OPTIONS

Because you enabled output option for MrBayes, Treefinder, or RAXML, partitionin
g of codon positions is forced to enable.

You enabled partitioning of codon positions.

Do you want to consider nonpartitioning of codon positions? (y/n)

If you say yes, applying nonpartitioned models to all-codon position-concatenate
d sequences will be considered on each locus.

(default: y)

OK. Nonpartitioning of codon positions is enabled.

You input multiple files.

Do you want to consider nonpartitioning of loci? (y/n)

If you say yes, applying nonpartitioned models to all-loci-concatenated sequence
s will be considered.

(default: n) 'y 1 ¥ AHLT Enter

Yo
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OK. The model configuration files for RAXML will be output. :
ANALYSIS OPTIONS

Because you enabled output option for MrBayes, Treefinder, or RAXML, partitionin
g of codon positions is forced to enable.

You enabled partitioning of codon positions.

Do you want to consider nonpartitioning of codon positions? (y/n)

If you say yes, applying nonpartitioned models to all-codon position-concatenate
d sequences will be considered on each locus.

(default: y)

OK. Nonpartitioning of codon positions is enabled.

You input multiple files.
Do you want to consider nonpartitioning of loci? (y/n)

If you say yes, applying nonpartitioned models to all-loci-concatenated sequence
s will be considered.

(default: n)

V4

OK. Nonpartitioning of loci is enabled.

You input multiple files and/or protein coding sequence.
Do you want to compare nonpartitioned, equalrate, and separate models on all-loc

I concatenated sequences? (y/n)
(default: y) ZEHRD £ £ Enter

- v
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Do you want to consider nonpartitioning of codon positions? (y/n)

If you say yes, applying nonpartitioned models to all-codon position-concatenate
d sequences will be considered on each locus.
(default: y)

OK. Nonpartitioning of codon positions is enabled.

You input multiple files.
Do you want to consider nonpartitioning of loci? (y/n)

If you say yes, applying nonpartitioned models to all-loci-concatenated sequence
s will be considered.

(default: n)

y

OK. Nonpartitioning of loci is enabled.

You input multiple files and/or protein coding sequence.
Do you want to compare nonpartitioned, equalrate, and separate models on all-loc
I concatenated sequences? (y/n)
(default: y)

OK. Comparison among nonpartitioned, equalrate, and separate models is enabled.

Because you enabled output option for RAXML, the likelihoods will be calculated
by RAxML.

Do you want to optimize the parameters of base composition? (y/n)
(default: n)

ZEMED £ & Enter
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Because you enabled output option for RAXML, the likelihoods will be calculated
by RAxML.

Do you want to optimize the parameters of base composition? (y/n)
(default: n)

OK. The empirical values will be used.

Because you enabled output option for RAXML, the number of rate categories of di
screte gamma rate heterogeneity is set to 4.

Because you specify BASEML or RAXML as likelihood calculator, invariant model fo
r among-site rate variation will not be considered.

Because you did not specify BASEML as likelihood calculator, because you disable
d the output option for MrBayes, or because you enabled comparison among nonpart
itioned, proportional and separate models, N-GAM and autocorrelated discrete gam
ma models for among-site rate variation will not be considered.

Because you enabled comparison among nonpartitioned, proportional and separate m
odels, a common tree topology will be used for parameter optimization on each lo
cus.

If you want to give tree(s) for parameter optimization, specify an input file na
me.

Otherwise, just press enter. ZCE D £ ¥ Enter
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OK. The empirical values will be used.

Because you enabled output option for RAXML, the number of rate categories of di
screte gamma rate heterogeneity is set to 4.

Because you specify BASEML or RAXML as likelihood calculator, invariant model fo
r among-site rate variation will not be considered.

Because you did not specify BASEML as likelihood calculator, because you disable
d the output option for MrBayes, or because you enabled comparison among nonpart
itioned, proportional and separate models, N-GAM and autocorrelated discrete gam
ma models for among-site rate variation will not be considered.

Because you enabled comparison among nonpartitioned, proportional and separate m
odels, a common tree topology will be used for parameter optimization on each lo
cus.

If you want to give tree(s) for parameter optimization, specify an input file na
me.
Otherwise, just press enter.

OK. Tree(s) for parameter optimization will be made by neighbor-joining based on
JC69 distances.

How many processes do you want to run simultaneously? (integer)

RRRMRRRR =151/C (/Y B CPU H% 357 L T Enter
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Because you specify BASEML or RAXML as likelihood calculator, invariant model fo
r among-site rate variation will not be considered.

Because you did not specify BASEML as likelihood calculator, because you disable
d the output option for MrBayes, or because you enabled comparison among nonpart
itioned, proportional and separate models, N-GAM and autocorrelated discrete gam
ma models for among-site rate variation will not be considered.

Because you enabled comparison among nonpartitioned, proportional and separate m
odels, a common tree topology will be used for parameter optimization on each lo
cus.

If you want to give tree(s) for parameter optimization, specify an input file na
me.
Otherwise, just press enter.

OK. Tree(s) for parameter optimization will be made by neighbor-joining based on
JC69 distances.

How many processes do you want to run simultaneously? (integer)
(default: 1)

4
OK. The number of processes is set to 4.

Which instruction do your processor support? (SSE2/SSE3/AVX/AVX2)

S £ 51T BHEE ST v &I L T Enter
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d the output option for MrBayes, or because you enabled comparison among nonpartjg
itioned, proportional and separate models, N-GAM and autocorrelated discrete gam

ma models for among-site rate variation will not be considered.

Because you enabled comparison among nonpartitioned, proportional and separate m
odels, a common tree topology will be used for parameter optimization on each lo
cus.

If you want to give tree(s) for parameter optimization, specify an input file na
me.
Otherwise, just press enter.

OK. Tree(s) for parameter optimization will be made by neighbor-joining based on
JC69 distances.

How many processes do you want to run simultaneously? (integer)
(default: 1)

4
OK. The number of processes is set to 4.

Which instruction do your processor support? (SSE2/SSE3/AVX/AVX2)
(default: SSE2)

SSE3

OK. The likelihoods will be calculated by "raxmlHPC-PTHREADS-SSE3".

All configurations have been completed.

Just press enter to run! ZRMD F £ Enter TEHERMH
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Calculating likelihood under EqualRate_CodonEqualRate model which selected by BIjg
C2 on whole partition...

Calculating likelihood under EqualRate_CodonNonpartitioned model which selected
by BIC3 on whole partition...

Calculating likelihood under EqualRate_CodonEqualRate model which selected by BI
C3 on whole partition...

Calculating likelihood under EqualRate_CodonNonpartitioned model which selected
by BIC4 on whole partition...

Calculating likelihood under EqualRate_CodonEqualRate model which selected by BI
C4 on whole partition...

Calculating likelihood under EqualRate_CodonNonpartitioned model which selected
by BIC5 on whole partition...

Calculating likelihood under EqualRate_CodonEqualRate model which selected by BI
C5 on whole partition...

Calculating likelihood under EqualRate_CodonNonpartitioned model which selected
by BIC6 on whole partition...

Calculating likelihood under EqualRate_CodonEqualRate model which selected by BI
C6 on whole partition...

done.

Outputting results...
done.

The model selection has been finished.
The results was output to "C:¥Users¥shimotsuki¥Desktop¥Drosophila¥16S. fas.kakusa
rIII

Please press enter to close. ZEHRDE X Enter TUx > RUEL S

- e
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Start date and time: Tue Oct 22 12:55: 20 2019«

Kakusan4 version: 4.0.2016.11.07<
Input file(s)<

A
A

16S. fas< L e
COX2 P.fas< ETRFOA T g OHMRELTH S

Target software(s)< MXAERFICHELRS NZRS

A

raxml| <

Likel ihoods optimizer: raxml<
Partitioning options<

A

A

A

A

Considering nonpartitioning of loci: Enabled<
Considering partitioning of loci: Enabled<

Considering nonpartitioning of codon positions: Enabled<
Considering partitioning of codon positions: Enabled<

Model options<

A

> > > >2= > > > > > >

Parameters of base frequencies were given by data but not optimized.<

Considering discrete gamma model for among-site rate variation: Enabled<

The number of gamma rate categories: 4<

Considering invariant model for among-site rate variation: Disabled<

Considering N-GAM model for among-site rate variation: Disabled<

Considering autocorrelated discrete gamma model for among-site rate variation: Disabled<
Comparison among nonpartitioned, proportional, and separate models: Enabled<

ree options<

Tree topologies were made from JC69 distances by neighbor-joining method.<
Different trees for different loci: Disabled<

artition(s)<

whole: all sites<
16S: 1234567 89 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 3

41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58 59 60 61 62 63 64 65 66 67 68 69 70 71 72 7~

147 147 CRLF 53 SIS ‘A
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