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Why do we estimate divergence times? Conclusion
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Existing methods to estimate divergence times under no-clock assumption

Nonparametric Rate Smoothing / r8s (Sanderson, 1997)
*Penalized Likelihood / r8s (Sanderson, 2002)
*Bayesian MCMC / multidivtime (Thorne et al., 1998), mcmctree (Rannala & Yang, 2007), BEAST (Drummond & Rambaut, 2007)
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Comparing new methods with NPRS by n-fold fossil cross validation
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*Phylogenetic tree : Placental mammal ML tree inferred from 9,718bp nucleotide sequences (Murphy et al., 2001) by Treefinder (Jobb et al., 2004)
e Calibration points : 12 age constraints from Benton & Donoghue (2007)
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